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Please find below and/or attached an Office communication concerning this application or 
proceeding. 



Commissioner for Patents 

The reply filed 8/24/2007 is not fully responsive to the Office communication mailed 7/24/2007 for the reason(s) set forth below or on 
the attached Notice To Comply With The Sequence Rules or CRF Diskette Problem Report. 

Applicant did not submit the computer readable form (CRF) of the sequence listing as requested. In response to this letter, Applicant 
must provide a substitute CRF copy of the sequence listing, and the appropriate statements indicating that the paper copy and CRF 
copy are the same and include no new matter. 

Since the above-mentioned reply appears to be bona fide, applicant is given a TIME PERIOD of ONE (1) MONTH or THIRTY (30) 
DAYS from the mailing date of this notice, whichever is' longer, within which to supply the omission or correction in order to avoid 
abandonment. EXTENSIONS OF THIS TIME PERIOD MAY BE GRANTED UNDER 37 CFR 1.136(a). 
Any inquiry concerning this communication or earlier communications from the examiner should be directed to Jennifer Dunston 
whose telephone number is 571-272-2916. The examiner can normally be reached on M-F, 9 am to 5 pm. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's supervisor, Joseph Woitach can be reached at 571- 
272-0739. The fax phone number for the organization where this application or proceeding is assigned is 571-273-8300. 

Information regarding the status of an application may be obtained from the Patent Application Information Retrieval (PAIR) system. 
Status information for published applications may be obtained from either Private PAIR or Public PAIR. Status information for ' 
unpublished applications is available through Private PAIR only. For more information about the PAIR system, see http://pair- 
direct.uspto.gov. Should you have questions on access to the Private PAIR system, contact the Electronic Business Center (EBC) at 
866-217-9197 (toll-free). If you would like assistance from a USPTO Customer Service Representative or access to the automated 
information system, call 800-786-9199 (IN USA OR CANADA) or 571-272-1000. 
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Application No. 
10660893 


Applicant(s) 

LINK ET AL 


Examiner 

Jennifer Dunston 


Art Unit 
1636 




NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIC 


INS 



CONTAINING NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE 
DISCLOSURES 



Applicant must file the items indicated below within the time period set the Office action to which the Notice 
is attached to avoid abandonment under 35 U.S.C. § 133 (extensions of time may be obtained under the 
provisions of 37 CFR 1 . 1 36(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not comply with 
the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1 .825 for the following reason(s): 

□ 1. This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
attention is directed to the final rulemaking notice published at 55 FR 18230 (May 1, 1990), and 1114 
OG 29 (May 1 5, 1 990). If the effective filing date is on or after July 1 , 1 998, see the final rulemaking 
notice published at 63 FR 29620 (June 1, 1998) and 1211 OG 82 (June 23, 1998). 

□ 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1 .821 (c). 

□ 3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

□ 4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1.822 and/or 
1.823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 

5. The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute computer 
readable form must be submitted as required by 37 C.F.R. 1.825(d). 

□ 6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 

□ 7. Other: 

Applicant Must Provide: 

El An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

□ An initial or substitute paper copy of the "Sequence Listing", as well as an amendment 
specifically directing its entry into the application 

E<] A statement that the content of the paper and computer readable copies are the same and, where 
applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 1.825(b) or 
1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 or (703) 308-2923 
For CRF Submission Help, call (703) 308-4212 or 308-2923 
Patentln Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentln Software 703-306-2600 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 



Part of Paper No. 



Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer : markspencer 

Timestamp: Fri May 11 11:05:23 EDT 2007 



*******************************^ 
Reviewer Comments: 

E252 Calc# of Seq. differs from actual; 5 seqlds defined;- 

count=6 

Numeric Identifier <160> indicates there are only 5 sequences in the 
sequence listing. 

There are actually 6 sequences shown. 

<160> 5 

<210> 1 
<211> 9 
<212> PRT 
<213> Synthetic 

Response for <213> can only be "Scientific name, i.e. Genus/species, 
Unknown or Artificial Sequence." 



Validated By CRFValidator v 1.0.2 

Application No: 10660 893 Version No: 2.0 

Input Set: 



Output Set: 

Started: 2007-05-02 16:45:21.599 

Finished: 2007-05-02 16:45:21.974 

Elapsed: 0 hr(s) 0 min(s) 0 sec(s) 375 ms 

Total Warnings: l 

Total Errors: l 

No. of SeqIDs Defined: 5 

Actual SeqID Count: 6 



ErrCode 

W 213 
E 252 



Error Description 

Artificial or Unknown found in <213> in SEQ ID (6) 

Caic# of Seq. differs from actual; 5 seqlds defined; count=6 



SEQUENCE LISTING 



<110> Link, Charles 

<120> Methods and Compositions 
Profiles in Cells 

<130> 05237. 0003. CPUSOO 

<140> 10660893 

<141> 2003-09-12 

<150> US 10/660, 893 

<151> 2003-09-12 

<160> 5 

<170> Patentln version 3.2 

<210> 1 

<211> 9 

<212> PRT 

<213> Synthetic 

<400> 1 

Tyr Pro Tyr Asp Val Pro Asp Tyr 
1 5 . 



<210> 2 

<211> 10 

<212> PRT 

<213> Synthetic 

<400> 2 

Glu Gin Lys Leu lie Ser Glu Glu 

1 5 



for Elucidating Protein Expression 



Ala 



Asp Leu 
10 



<210> 3 

<211> 8 

<212> PRT 

<213> Synthetic 

<400> 3 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



<210> 4 

<211> 375 

<212> DNA 

<213> Synthetic 



<220> 

<221> misc_feature 

<222> (3).. (4) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (8) . . (8) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (350) . . (350) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (358).. (374) 

<223> n is a, c, g, or t 

<400> 4 

ttnnccgnga aagctcctcg cccttgctca ccatgggatg ccatttccta ggtctgcctc 60 

ttggccgttt ttctccaatg gtctctgctt tcttctgggc tgctttagag gggctcttgt 120 

ttttgctgcc tttgggtctt cctctgggtc tcttaggaga gggctcacag gttggctctt 180 

gctgctgctt cctgggtcgg ccgcgtcctc gcttctgtgg caccggggcg gcaggttgtc 240 

cctgggctga tgtggacggc tgcccggcgc cctcaccgcg tgcgctcatc ctgcctcccg 300 

ccgccgctac cactgcctct cttttttttt tttttttttt tttttgaaan ccccgggnnn 360 

nnnnnnnnnn nnnnc 375 

<210> 5 

<211> 333 - 

<212> DNA 

<213> Synthetic 



<220> 

<221> misc_feature 

<222> (3).. (3) 

<223> n is a, c, g, or t 

<22 0> 

<221> misc_feature 

<222> (11) . . (11) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (106) . . (106) 

<223> n is a, c, g, or t 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 



mi sc_f eature' 
(116) . . (116) 
n is a, c, g, or t 

misc_f eature 
(168) . . (168) 
n is a, c, g, or t 

misc_f eature 
(179) . . (179) 
n is a, c, g, or t 



misc_f eature 
(204) . . (204) 
n is a, c, g, or t 



misc_f eature 
(221) . . (221) 
n is a, c, g, or t 



misc_f eature 
(224) . . (224) 
n is a, c, g, or t 



misc_f eature 
(231) . . (231) 
n is a, c, g, or t 



misc_f eature 
(254) . . (254) 
n is a, c, g, or t 



misc_f eature 
(272) . . (272) 
n is a, c, g, or t 



misc_f eature 
(275) . . (275) 
n is a, c, g, or t 



misc_f eature 
(282) . . (282) 
n is a, c, g, or t 



<221> misc_f eature 

<222> (285) . . (286) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (289) . . (289) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (292) . . (293) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (296) . . (2.96) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (299) . . (299) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (301) . . (301) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (304) . . (304) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (306) . . (308) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (311) . . (311) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (326) . . (327) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (329) . . (329) 

<223> n is a, c, q, or t 



<220> 
<221> 
<222> 



misc_f eature 
(331) . . (331) 



<223> n is a, c, g, or t 
<220> 

<221> misc_f eature 

<222> (333) . . (333) 

<223> n is a, c, g, or t 

<400> 5 

tcngcgacca nctcctcgcc cttgctcacc atgggatgct cccggtggtg ggtcggtggt 60 

ccctgggcag gggtctccaa atcccggacg agcccccaaa tgaaanaccc ccgtcntggg 12 0 

tagtcaatca ctcagaggag accctcccaa ggaacagcga gaccactntt cggatgcana 18 0 

cagcaagagg ctttattggg aatncgggta cccgggcgac ncantctatc ngaagactgg 240 

cgttattttt tttntttttt ttttttgaat tnccngggac anccnnctna gnntanctnc 300 

nctntnnnct nccctcctta cttctnntnt ntn 333 

<210> 6 

<211> 11 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic DNA 



<400> 6 
gagtcccagc t 



11 



